[Homologies between integral proteins of the inner membrane of binding protein transport systems in enterobacteria].
Binding protein-dependent transport systems from Enterobacteriaceae comprise a periplasmic binding protein and three proteins associated with the inner membrane. Of these, two appear to be integral membrane proteins. We describe here a sequence which is highly conserved between these two proteins in the case of the system for maltose transport in Escherichia coli. This sequence is also present in all of the known integral membrane proteins from binding protein-dependent transport systems. It is remarkable that this sequence is located at a constant distance of approximatively 90 residues from the COOH-terminal ends of these proteins. Some implications of these observations are discussed.